Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.007 Å; disorder in solvent or counterion; R factor = 0.046; wR factor = 0.145; data-toparameter ratio = 15.1.
In the title compound, [Ag 6 (C 12 H 10 N 3 OS) 6 ]Á4C 3 H 7 NO, the hexanuclear complex molecule lies about an inversion center. The six Ag atoms form a distorted octahedron, with AgÁ Á ÁAg distances in the range 2.933 (1)-3.401 (1) Å . Each Ag atom is surrounded by one N atom and two thiolate S atoms from two deprotonated 2-hydroxy-1-naphthaldehyde thiosemicarbazone ligands. Each ligand coordinates three Ag atoms via a bridging thiolate S atom and a monodentate N atom, thus two Ag 3 S 3 hexagonal rings are linked together. Two dimethylformamide solvent molecules are located in four sets of sites with half-occupancy and form OÁ Á ÁH-N hydrogen bonds to the complex molecule. Intramolecular O-HÁ Á ÁN hydrogen bonds are also present. The discrete hexanuclear clusters are further linked through -interactions into layers parallel to (001), the shortest distance between the centroids of aromatic rings being 3.698 (2) Å .
Related literature
For the structure and luminescent properties of d 10 metal complexes, see : Brito et al. (2011); Forward et al. (1995) . For structures of related compexes with thiosemicarbazone Schiff base ligands, see: Ashfield et al. (2004) ; Castiñ eiras & Pedrido (2009); Li et al. (2010) ; Onodera et al. (2007) ; Pedrido et al. (2009); Sun (2011) ; ; ; Xu et al. (2011) . For bond-length data, see: Han et al. (2004) .
Experimental
Crystal data [Ag 6 (C 12 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
compounds (Sun, 2011; Xu et al., 2011) , we describe here the structure of the title compound.
The structure of the title compound is shown in Fig. 1 . It contains an Ag 6 hexanuclear cluster with the Ag···Ag distances varying from 2.93 Å to 3.40 Å (Fig. 2) , which is shorter than the sum of van der Waals radii of two silver atoms (3.44 Å) (Han et al., 2004) . In the cluster, each Ag(I) ion is surrounded by one nitrogen atom and two thiolate sulfur atoms from two deprotonated ligands L 5 . Each ligand coordinates to three Ag(I) ions using a bridged thiolate sulfur atom and a monodentate nitrogen atom, from which two Ag 3 S 3 hexagonal rings are linked together to give the overall Ferris wheel structure.
There are intramolecular hydrogen bonds of O-H···N type. Besides this, solvent DMF molecules are linked to the hexanuclear cluster via O···H-N hydrogen bonds.
Packing of the title compound ( Fig. 3) is facilitated through π-π stacking interactions between aromatic rings I, II
[defined by the atoms C(1), C(2), C(3), C(4), C(9) and C(10) and the atoms C(13), C(14), C(15), C(16), C(21) and C (22), respectively] and the symmetry related ones (ring centroid distances: 3.78 Å and 3.70 Å, respectively).
Triethylamine (25 H, 3.6; N, 12.8.
Refinement
In the compound, all the DMF molecules were found to be disordered, and the s.o.f. for the four disordered molecules were fixed at 0.5. All of the non-hydrogen atoms were refined with anisotropic thermal displacement parameters. The H atoms were placed in calculated positions using the riding model approximation with C-H distances of 0. 
Computing details
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT (Bruker, 2000) ;
program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) .
Figure 1
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